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Fig. 1 The differences in structure of duct and blood vessel

The picture showed pancreatic continuum sections stained by HE (a,c) and DAPI (b,d) respectively. (a, ¢) showed duct structure and (c, d)

showed blood vessel. Magnification: 20x.
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Fig. 2 Adjacent distributing characteristic of duct and islet
(a, b) showed islet and duct distribution fast stained by HE. The deep stained structure like island was islet,and adjacent strip structure
was duct (indicated by arrow). Magnification: 20x.
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Fig. 3 The process of laser-capture microdissection and collecting the target tissues
The picture showed the process of acquiring islet,duct and exocrine through laser-capture microdissection. (a, b, ¢ for duct, d, e. f for islet, g, h, i for
exocrine). (a, d, g) displayed tissues before dissection, (b, e, h) showed after, and (c, f, i) for collectors with tissues and liquid in it. Magnification: 20x,
for collector: 10x.
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Fig. 4 The expression of target genes in three tissues
The three tissues are islet(/), duct (2) and exocrine(3). Amplified genes
are B-actin, insulin, mafa, mafb and c-maf.
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Fig. 5 Quantitative analysis of target genes in infered tissues
The graph above denotes quantitative compare of insulin, pdx-1, mafa, mafb, c-maf in islet, duct and exocrine. y axis represents expression folds of

target gene compared to B-actin,composed as 2™ #Means statistic differentia between islet and duct. P < 0.05, * Means statistic differentia
between duct and exocrine. P < 0.05. (n=6). (a) Insulin. (b) pdx-1. (¢) mafa. (d) mafb. (¢) c-maf.
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Expression of Pancreatic Development Related maf Genes
in Pancreatic Duct and Islet’
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(Shanghai Institute of Endocrine and Metabolic Diseases, Department of Pediatrics, Ruijin Hospital, School of Medicine, Shanghai Jiaotong
University, Shanghai Clinical Center for Endocrine and Metabolic Diseases, Shanghai 200025, China)

Abstract As a candidate for progenitor of endocrine cells, pancreatic duct epithelium displays more and more
importance of differentiation potential to insulin-producing cells. Some cell markers such as pdx-1, nkx6.1
expressed in pancreatic islet development have also been found in duct. The maf family, which is a subgroup of the
basic leucine zipper(bZip) transcription factors with homology to the v-Maf oncoprotein, the founding member of
the Maf family, which was originally identified in the genome of the AS42 chicken musculoaponeurotic sarcoma
retrovirus in 1989, has been involved in pancreatic research recently. Members of Maf family, mafa, mafb, c-maf,
which have been reported to be regulators of tissue-specific gene expression and cell-differentiation in a wide
variety of tissues, are all expressed in islet and regulate insulin expression as well as islet development. Whether
these genes are expressed in duct remains unclear and demands further investigation. Islet, duct and exocrine
tissues were acquired by laser-capture microdissection from mouse pancreatic section, followed by real-time PCR
to quantitate the target genes expression. Mafa, matb, c-maf were all detective in duct and islet but none was in
exocrine tissue. In addition, c-maf mRNA level in duct was higher than islet(0.300+0.018 vs 0.796+0.173, P <
0.05), however, there was no difference in mafa and matb mRNA level between islet and duct. The expression of
mafa, mafb, c-maf in pancreatic duct epithelium, gives more support to not only the roles of the three genes in
endocrine development, but also the potential of converting duct epithelium to endocrine cells. Moreover, the
higher expression of c-maf in duct than islet suggests that down-regulation of c-maf might help to differentiation

and mature of endocrine cells.

Key words laser-capture microdissection, pancreatic duct epithelium cell, maf family genes, real-time PCR
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